Nucleotide Diversity (0) - Wood Property Candidate Genes

LOCUS LENGTH FREQ. TOTAL SILENT NONSYN.
pal 433 1/72 000344  0.00645 0
c4h-1 2478 1/62 000401 000655  0.00089
c4h-2 522 1/48 000523 001788  0.00125
4c/ 2299 1/56 000443 000754  0.00049
c3h 2268 1/42 0.00068 000091  0.00045
ccoaomt 501 1/41 0.00595  0.0098 0
cer 865 1/41 0.00603  0.00899 0
comt-2 1256 1/84 000297 000542  0.00156
cad 440 1/73 00035 000691  0.00101
sam-1 735 1/61 0.00405  0.00709 0
sam-2 461  1/154 000162  0.0033 0
glyhmt 536 1/41 0.00602  0.00815 0
ptlimi 425  1/142 000175  0.00229 0
ptlim2 449 1/90 0.00277 000309  0.00194
cesA3 1023 1/114 000218  0.00436 0
agp-like 886  1/127 000196 000352  0.00054
agp-4 365 1/15 001633 001758  0.01429
agp-6 866 1/25 0.00975 001434  0.00516
tubulin 772 1/38 000643  0.00895 0




